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2 ([GCc  |T703A |D2E || |Becl, Fokl  |[7.3 0.00 892 [Homo |
] BseSI, HgiAl,
3|lcc C714T  |T6M |[Nlalll Sdul, 5.7 0.00 (7912 Homo
B TspGWI
N BsiYI, Fokl,
4|lcC T752C  [S19P |[Hpyl88I,  |[BsmlI, Tagql |7.5 0.15 (2676 Homo
SfaNI
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6 ]G C IG760T  |[L21F || | 1.0 0.18 (3604 Homo |
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- TspRI
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Genomic Sequence

taatagcattgtttttaaaagctatcctctaaaagattgtttggggtaactaaaaggttcttgtgtgctatt 72

ttttgcaaaccaactctcttcaaactttaattttaagtgtgaagacggctgaatacagttgecctgtgtttac 144

gagcatttaatgaagaaaagtaccttcaaagcacgatgttcttagataaagatttttgataacctcttttat 216

tccattttagaccgccgaggtaagttttgttttcectgtcgecgtttaatagactatctaatttccaaaacatg 288

gcgtgaggaggcccgccacataactttattcagtctccaactttttgagtacgtecctatgggacgacccatt 360
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gtgataataattctctagttaaacaggtttgaagcgcgacattatggaaaaaaggcagagtttgggtataat 432

aacctctctcgggtttactgcgacttctcattggtcgecctacacgecgecctgeccececgegtgetettattggte 504

aaagcgccacgcgaccagcttgagaaggggggctccccggecgegtgecgtttttaaaaccgacgagtcgcac 576

0
tgagacatcagtaaagaaatccccttcaccacaggtgtaagaagagaaatcttcccaggcaaaatatcegte 648

User BLOCK 1 (8.1le-60) IC 3.43

M D G M S 5
cctgtatccatagccacaaactttcctcccaaaagcacaaaccaacaga atg gat gga atg agce 712
tD2V[1]
aD2E[2]

T D T R E \Y% v E L D v (0] H S S L G R 23
acg gat aca aga gag gtg gtt gaa ctc gac gtc cag cat tcg agc ttg ggg cgg 766
tT6M[ 3] cS19P[4]

tL21F[5]

tL21F[6]

tL21F[7]

tL21F[8]
G E 0) S E Y P P A L A L M A S S D P 41
ggg gag cag agc gag tac cca cca gcc ttg gca ctc atg gcc agec agt gac cca 820
R A W L A P v (0} A G T C A A H A E Y 59
cgc gcc tgg ctg gct ccec gtg cag gct ggc acc tgc gcg gca cac gcc gaa tac 874

aA57T[9]
User BLOCK 2 (2.1le-13) IC 1.92
L L H S P G S S A E G A% S S A S N F 77
ctg ctg cac tcg ccc ggc tcg agc gcg gaa ggc gtg tcc tct gecc tcec aac ttc 928
av7l=[10]
User BLOCK 3 (5.7e-18) IC 1.85
R K S S K S P \% K \% R E L C R L K G 95
agg aag agc agc aag agt cct gtc aaa gta cgc gag ctc tgc cgg ctt aaa gga 982
A \Y G A D E G R (0} R A P S S K S T N 113
gct gtg ggg gca gat gag ggc aga cag cgg gcc cca tcc agc aaa tcc acc aac 1036
User BLOCK 4 (5.4e-64) IC 3.89
v v Q K Q R R M A A N A R E R R R M 131
gtc gtg cag aaa cag agg cga atg gct gcc aat gcc cgg gag agg cga aga atg 1090
tR126W[11]

H G L N H A F D E L R S A% I P A F D 149
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cac gga ttg aac cac gcg ttc gac gag ctg cgc agt gtc atc cca gcc ttt gac
cS143R[12]
tI145=[13]

N D K K L S K Y E T L (0] M A 0 I Y I
aac gac aag aaa ctc tcc aag tac gaa acc ctg cag atg gcc cag atc tac atc
gIl65V[14]

User BLOCK 5 (4.0e-21) IC 2.03
N A L S D L L (0] G P G A K A D P P N
aac gcc ctg tcc gac tta cta cag ggc ccc ggt gct aaa gcc gac ccg cca aac

User BLOCK 6 (l.le-14)

C D L L H A N A% L E T D R S P R G S
tgc gac ctg ctg cat gcc aac gtg tta gaa acg gac cga tct ccc aga gga tca
aD197E[15]

User BLOCK 7 (5.7e-55)

P G v C R R G T G v G Y P Y Q Y E D
ccg ggc gtc tgt cgg aga ggc acg ggc gtg ggt tac ccg tac cag tac gag gac
aG205D[16]

G T F N S F M E (0] D L (0] S P S G T S
gga aca ttc aac tct ttc atg gag caa gac ctc cag tcg ccc tct gga acg agc

K S G S E A S K D S P R S N R S D G
aag tct ggt tcg gag gcc agt aaa gac tcg cct cgg tcg aac cgg agt gat gga

User BLOCK
E F S P H S H F S D S D E T H L E L
gag ttc tcg cct cac tcg cac ttc agt gac tca gac gaa acg cac ttg gag ctg

Q S E D E L S B L K L A K R R A F *
cag agt gaa gac gag ctg tcg gaa ctg aaa ctg gcc aag cgc cgc gct ttt taa g

aaaacacaccgccggactgtccctcaatcgtgtcaatcgcatatctgggctttgtaatgggttgectttattt

atccatttgttttatgatcttttgacaatgctgttgttgtgtetgacgccaatagattttagttgecttete

gtgacattgaccagacccctacgccatgagaactgccgcgagcagcagtgccatgggctcgaatgtcatgea

taaaactgtcttccgcaaactgttttgagactattcattcacacatgattgtcatggacctatttcacagat

acgattgattttgaaccctgtaacaatttgcgacttctaaagtttacttgcactttaaaaaacgggccgtag
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gcttgagaaatattctttttttcatggaacaagaaatgatgtgtttatgtagaagtaatgccaatttgatga

atatatttaatatagccattagattttgtacatccgttcatttttaatatttgatttcaatgcaaagaagtt

gtgttctgcttctgtagctgaagtaagctatttattecgtttgecttgtcaatttttgtgttacattggaaat

gagctgttttgttactcttatgatttgttttattgtaggaataaaagaaaaaacaaacatgattctgtctct

gcagtctcttgttatttttgtgactegtttttgttaggcaatatgtttatcacgatgattttagttttgtet

tagacattagatcctatttaggctatgtatttattattattattaattattattattattattattattatt

atcatcatcattcaaaaaccacttgttggtcatatgtaaatattgcaactaaaaagtgactatatcgatcta

actaatcaattgaagattaattatttatactcatggtagtgttcgaataaatttaaattatttattgtacat

aaaattaaatgactaatattaaatgattaaatcaaaacttattttgattaatggaaaaaaaataattaaaat

taattaagtttggtaagttcagcggttgtttgtcgagccatatagattaataaattatgctacaattcataa

tgacagaaaatgtattttactacacacacacacacacacacgtgtgtgtgtgtgtgtgtgtgtgtgtgtgtg

tgtgtgtgtgtgtgtgtgtgtgtatatatatatatatatatatatatatata

Coding Sequence

User BLOCK 1 (8.1le-60) IC 3.43
M D G M S T D T R E \Y \Y E L D A (0] H

atg gat gga atg agc acg gat aca aga gag gtg gtt gaa ctc gac gtc cag cat
tD2V[1] tT6M[ 3]
aD2E[ 2]

S S L G R G E Q S E Y P P A L A L M
tcg agec ttg ggg cgg ggg gag cag agc gag tac cca cca gcc ttg gca ctc atg
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cS19P[4]
tL21F[
tL21F[
tL21F[
tL21F[

5]
6]
7]
8]

A S S D P R A w L A P v Q A G T Cc A 54
gcc agc agt gac cca cgc gcc tgg ctg gct ccc gtg cag gct ggc acc tgc gcg 162
User BLOCK 2 (2.le-13) IC 1.92
A H A E Y L L H S P G S S A E G A4 S 72
gca cac gcc gaa tac ctg ctg cac tcg ccc ggc tcg agc gcg gaa ggc gtg tcc 216
aA57T[9] av71=[10]
S A S N F R K S S K S P \% K \% R E L 920
tct gcec tcc aac ttc agg aag agc agc aag agt cct gtc aaa gta cgc gag ctc 270
User BLOCK 3 (5.7e-18) IC 1.85
Cc R L K G A v G A D B G R 0 R A P S 108
tgc cgg ctt aaa gga gct gtg ggg gca gat gag ggc aga cag cgg gcc cca tcc 324
User BLOCK 4 (5.4e-64) IC 3.89
S K S T N v v Q K Q R R M A A N A R 126
agc aaa tcc acc aac gtc gtg cag aaa cag agg cga atg gct gcc aat gcc cgg 378
tR126W[11]
E R R R M H G L N H A F D E L R S A% 144
gag agg cga aga atg cac gga ttg aac cac gcg ttc gac gag ctg cgc agt gtc 432
cS143R[12]
I P A F D N D K K L S K Y E T L (0] M 162
atc cca gcc ttt gac aac gac aag aaa ctc tcc aag tac gaa acc ctg cag atg 486
tI145=[13]
User BLOCK 5 (4.0e-21) IC 2.03
A (0] I Y I N A L S D L L 0 G P G A K 180
gcc cag atc tac atc aac gcc ctg tcc gac tta cta cag ggc ccc ggt gct aaa 540
gIl65V[14]
A D P P N C D L L H A N A% L E T D R 198
gcc gac ccg cca aac tgc gac ctg ctg cat gcc aac gtg tta gaa acg gac cga 594
aD197E[15]
User BLOCK 6 (l.le-14) IC 2.49
S P R G S P G A C R R G T G v G Y P 216
tct ccc aga gga tca ccg ggc gtc tgt cgg aga ggc acg ggc gtg ggt tac ccg 648
aG205D[16]
User BLOCK 7 (5.7e-55) IC 3.50
Y Q Y E D G T F N S F M E o D L (0] S 234
tac cag tac gag gac gga aca ttc aac tct ttc atg gag caa gac ctc cag tcg 702
P S G T S K S G S E A S K D S P R S 252
ccc tct gga acg agc aag tct ggt tcg gag gcc agt aaa gac tcg cct cgg tcg 756
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N R S D G E F S P H S H F S D S D E
aac cgg agt gat gga gag ttc tcg cct cac tcg cac ttc agt gac tca gac gaa

User BLOCK 8 (2.4e-23) IC 4.32
T H L E L (0} S B D B L S B L K L A K

acg cac ttg gag ctg cag agt gaa gac gag ctg tcg gaa ctg aaa ctg gcc aag

R R A F *
cgc cgc gct ttt taa
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