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Sox3
IPB000135, IPB012502, IPB003888, IPB013558, IPB011591, IPB001686, IPB003056,

IPB009448, IPB007275, IPB007696, and IPB007252

Genomic Sequence

Coding Sequence

For help interpreting these results, view the PARSENP Introduction page.

# View On
Sequence

Nucleotide
Change Effect

Restriction Enyzme
Differences from

REBASE PSSM
Difference

SIFT
Score Description Zygosity

Gained in
Variant

Lost from
Reference

1 G G1636A Non-
coding BsmAI 7951 Homo

2 G G1636A Non-
coding BsmAI 7952 Homo

3 G T1673G Non-
coding

BseSI, BseYI,
SduI 3552 Homo

4 G C G1692A M1I 8040 Homo
5 G C G1692A M1I 8394 Homo

6 G C T1876C S63P CauII, HpaII,
ScrFI Hpy188I 8.7 0.02 5346 Homo

7 G C C1936T P83S
BinI, DpnI,
Hin4I, MboI,
XhoII

BsmAI,
Eco31I 11.0 0.13 3503 Homo

8 G C C1963A R92= MseI MaeIII 1298 Homo
9 G C C1963A R92= MseI MaeIII 537 Homo
10 G C C1995A Y102* MseI 4754 Homo

http://www.proweb.org/parsesnp/parsesnp_help.html#output
http://www.proweb.org/proweb-bin/parsesnp.cgi#genomic_line_22
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http://rebase.neb.com/rebase/enz/MseI.html
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http://www.proweb.org/proweb-bin/parsesnp.cgi#genomic_line_29
http://www.proweb.org/proweb-bin/parsesnp.cgi#cdna_line_5
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11 G C C1995T Y102= PsiI 7133 Homo

12 G C A2035G K116E BbvII, BsiYI,
EcoNI 811 Homo

13 G C G2060A G124E FinI, HinfI,
PleI 6868 Homo

14 G C T2085C A132= BcefI 7662 Homo
15 G C C2094A N135K FnuDII 5941 Homo
16 G C G2103T S138= 7248 Homo

17 G C T2117C M143T TspGWI BccI, FokI,
PflMI 717 Homo

18 G C C2124T Y145= MslI 8366 Homo
19 G C C2148T N153= PsrI 5076 Homo

20 G C C2218T Q177* BglII, MaeI BinI,
NspBII 8148 Homo

21 G C C2238A D183E NlaIII 3743 Homo
22 G C T2261A M191K -0.9 0.87 8229 Homo

23 G C T2285G M199R SfeI NlaIII,
TspDTI 9.5 0.25 6026 Homo

24 G C T2285G M199R SfeI NlaIII,
TspDTI 9.5 0.25 6047 Homo

25 G C A2308T S207C AluI, CviJI,
CviRI, PvuII 9.5 0.04 6845 Homo

26 G C G2328T T213= 2954 Homo
27 G C C2393T S235F BplI 282 Homo
28 G C T2433A C248* 7522 Homo
29 G C C2521T H278Y MaeIII 4769 Homo

30 G C G2562T V291= AccI, HindII,
HpaI, MseI 6194 Homo

31 G C G2562T V291= AccI, HindII,
HpaI, MseI 8289 Homo

32 G T2726C Non-
coding 6757 Homo

Download Tab-Separated table
View Variants on 3D Structure

No protein homology model was submitted. You may add one using any or all of the fields below.

Blocks Families:
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Blocks File: no file selectedChoose File

Sequence Alignment: no file selectedChoose File

Redo analysis with homology model

-OR-

 Reverse PSI-Blast/SIFT for Models

Genomic Sequence

 
                                                                           0
cttaagccgagcatgttcaaattgttctattgcatgaatttgtacgatgaataatttatgccccgatttaca   72
 
 
                                                                           0
attgtaaacccgaatatcaacatggagtaacaacacttaagagcagtttggaaagtaaataacggcgacgtg   144
 
 
                                                                           0
ttggcgtacgtgtcctacaaatcgctcccacacggcgaaactaaatggttgggtcgttagtgtgtggcgtta   216
 
 
                                                                           0
aaagcccatcgtgaatattcagagctgtaatagttcagtctcagtggcgttgaatgtgttaaatggcggtgt   288
 
 
                                                                           0
tctcgatgtgctaatactgattcttttcaatgtgcgagttctccccgggagaccgaaaagctctcccaagag   360
 
 
                                                                           0
agcacactttaggataatttgtaaatcacataacacgtatgattattgcaattgacaataattggtcatttt   432
 
 
                                                                           0
taaataaatagttaacatacgttccaaaaagtcgcataggagtctagtgtagatgatagttattattattat   504
 
 
                                                                           0
tttttgcttcagaacaatacaagaccggcccacaggggggcgtacctgtattaactttgtattccattcttt   576
 
 
                                                                           0
gcactttatacacttggcaatatgcaaactgtcttaacataaaatttgttttgctgaatgtttgctttatgc   648
 
 
                                                                           0
attagaattttcagttctcagtttagcctgtaaacatgaatatataccaatagaaaaaggcaaacaatggag   720

http://www.proweb.org/glossary.html#user_block
http://www.proweb.org/glossary.html#user_align
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                                                                           0
atgccaaaagttagatgagacaaataatttaaatatttttagcctactgtaaaagtttgtattgagtaaatt   792
 
 
                                                                           0
acttttttcctatttttgattgaaagtgcgcttatgcccacgagtttaagatttttcaacgaaacagtttaa   864
 
 
                                                                           0
atttccagtctaactatgtcggagaaaacatttagtgttttaaaaattacaagtcaatacaaattatattag   936
 
 
                                                                           0
atgtaaaggaattaaaattatatattttaattaattagctaaaaggaactggccatcaacattctaaagtct   1008
 
 
                                                                           0
taaataataaattaaactaatttcttatgtatgtattaggctatatgattaaacattgtgcattgtcaggtg   1080
 
 
                                                                           0
tgaagttcagagtttaggtatctacgttcgattctagcagcataagtacaatctttcttaactcttgcaaga   1152
 
 
                                                                           0
aaattgccttaatctattagctatacataacaccttttacatttttccgggaaaatttagaaagttttaata   1224
 
 
                                                                           0
tttatttaataaccctatttgtcctgaaacggttgttttgttgtgaaaacgaccgctttgaagcagcgtttc   1296
 
 
                                                                           0
cagagtgactatagttttgttaaagtgcaaagatgtccctgatgtagctattttatcccaatttaaagtgca   1368
 
 
                                                                           0
tccagaaacactggtgcacaggcagccctacacttgcgatggaggagtgtgaggtgctgtctgattggtcgg   1440
 
 
                                                                           0
ctttagctcattgttatgctgtcaatccaaatcacatggccgaggctctattaacagctgagcttagcgcac   1512
 
 
                                                                           0
aactttgcagagttccgtggcagagcagaacgagacacacggcactgttgtggagacttttgaaagacttta   1584
 
 
                                                                           0
cttgaccagagtttgagctctctgaacttttgactgacttcatttttttgtgagactcttgaaatttcaacg   1656
                                                   a[1] 
                                                   a[2] 
 
 
                                  M   Y   N   M   M   E   T   E   I        9
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ttttctttcgagtgcttggcaccacttttaaga atg tat aac atg atg gaa acc gag att      1716
                g[3]                aM1I[4] 
                                    aM1I[5] 
 
 
K   S   P   I   P   Q   S   N   T   G   S   V   T   G   G   K   N   N      27
aaa agc ccc att ccg cag tcc aac acg ggc tcg gtg acg ggc ggc aaa aac aac    1770
 
            IPB000135B (3.0e-10) IC 3.20
S   A   N   D   Q   D   R   V   K   R   P   M   N   A   F   M   V   W      45
agt gcc aac gac cag gac cgg gtg aag cgg cct atg aat gct ttc atg gtg tgg    1824
 
 
S   R   G   Q   R   R   K   M   A   Q   E   N   P   K   M   H   N   S      63
tct cgc ggg cag cgg agg aag atg gct cag gag aat cct aaa atg cac aac tcg    1878
                                                                    cS63P[6] 
 
                    IPB000135C (3.3e-10) IC 2.38
E   I   S   K   R   L   G   A   D   W   K   L   L   T   D   A   E   K      81
gag atc agc aag cgc ctc ggt gct gac tgg aaa ctt ttg act gac gcc gag aag    1932
 
 
R   P   F   I   D   E   A   K   R   L   R   A   M   H   M   K   E   H      99
aga ccc ttc att gac gag gcc aag cgg tta cga gcc atg cac atg aag gag cac    1986
    tP83S[7]                            aR92=[8] 
                                        aR92=[9] 
 
 
P   D   Y   K   Y   R   P   R   R   K   T   K   T   L   L   K   K   D      117
ccg gat tac aaa tac cgt ccc cgc agg aag acc aag acc ctg ctg aag aaa gac    2040
          aY102*[10]                                            gK116E[12] 
          tY102=[11] 
 
 
K   Y   S   L   P   G   G   L   L   A   P   G   A   N   A   V   N   N      135
aag tat tct ttg cca ggg gga ctc ctg gcg ccc ggt gcc aac gct gtc aac aac    2094
                         aG124E[13]                       cA132=[14] 
                                                                      aN135K[15] 
 
 
A   V   S   V   G   Q   R   M   D   Y   T   H   M   N   G   W   T   N      153
gcg gtg tcg gtg ggc cag cgg atg gac tac acg cac atg aac gga tgg acg aac    2148
          tS138=[16]         cM143T[17]                               tN153=[19] 
                                      tY145=[18] 
 
 
S   A   Y   S   L   M   Q   D   Q   L   A   Y   P   Q   H   P   S   M      171
agc gca tac tcc ctc atg cag gac cag ctg gcc tac cct caa cat ccc agc atg    2202
 
                                                IPB007275B (1.0e-05) IC 1.53
N   S   P   Q   I   Q   Q   M   H   R   Y   D   M   A   G   L   Q   Y      189
aac agc ccc cag atc cag cag atg cac cgg tac gac atg gcg gga ctt cag tac    2256
                    tQ177*[20]                aD183E[21] 
 
 
P   M   M   S   T   A   Q   T   Y   M   N   A   A   S   T   Y   S   S      207
cca atg atg tcc acg gct cag acc tac atg aac gcc gcg tcc acg tac agc agc    2310
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     aM191K[22]                      gM199R[23]                     tS207C[25] 
                                     gM199R[24] 
 
 
M   S   P   A   Y   T   Q   Q   T   S   S   A   M   G   L   G   S   M      225
atg tca cca gca tac acg caa caa act tcc agt gca atg ggt ttg ggc tcc atg    2364
                      tT213=[26] 
 
 
A   S   V   C   K   T   E   P   S   S   P   P   P   A   I   T   S   H      243
gct tcg gtg tgc aag acg gag ccc agc tcc cct cct ccg gcc ata acc tct cac    2418
                                     tS235F[27] 
 
 
S   Q   R   A   C   L   G   D   L   R   D   M   I   S   M   Y   L   P      261
tct cag cgt gct tgt ttg gga gac ctg aga gat atg ata agc atg tac ctg ccg    2472
                  aC248*[28] 
 
 
P   G   G   D   S   A   D   H   S   S   L   Q   T   S   R   L   H   S      279
ccc ggt gga gac agc gcc gac cac tcc agt cta cag acc agt cgg tta cac agc    2526
                                                                tH278Y[29] 
 
 
V   H   P   H   Y   Q   S   A   G   T   G   V   N   G   T   L   P   L      297
gtt cat ccg cac tat caa agc gca ggg aca ggc gtg aac gga acg cta ccc cta    2580
                                              tV291=[30] 
                                              tV291=[31] 
 
 
T   H   I   *                                                              301
acc cac att tga aagactccttgaaaaaaagactaagtacttcggatacttgaacattttgatttgca   2648
 
 
                                                                           301
aaaaagaatcgaagttcagtttcgtttttaaaaaaagaaactatttttaatctcaatgagttgtccgtttta   2720
 
 
                                                                           301
aagcattttatgacgacatatcggggacttcagattaaattgtattgcagaggagctttttattcataagct   2792
     c[32] 
 
 
                                                                           301
gtaaagcaatcaacgtctgtagaagaatattggacttctgacttatttgctgtcaagagtttgtctctcggc   2864
 
 
                                                                           301
acgtggcttcgtgaagaggctctatttcaaaaacaaaaaagagaaacggagggagagtacgttcactcataa   2936
 
 
                                                                           301
atgtttacacttatttttagaatgtcgattatgtccaaatctgtgtagtccttttgttgttcatttatgaac   3008
 
 
                                                                           301
ttggttttatgaaatgaaagactgtgctggtcgcaagcgcaaagtttgttttatttatagtgagttgttttt   3080
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                                                                           301
ttaaagcttgtgaaccattgtacgtcttgttgaattgttccacttttgtttgtgaatattcttttctgtgat   3152
 
 
                                                                           301
gttatggcagtatcaggttaacccattatctgggacggagagttttatttaaactgacgtttctacttaaga   3224
 
 
                                                                           301
ccatcctattcctaaatgaataaatttgttttacaaaagagttgatgcctagatatgaattatttttttatt   3296
 
 
                                                                           301
gtttgattgttcaaattgggtgtttaccgggaaactggtcacagacctagtcaaattcgcttaaagccaaat   3368
 
 
                                                                           301
gtggtaatttgaagcgatcggttaaatgaagagtaaataggcaatgcgaattcagacacgctcgctaagcag   3440
 
 
                                                                           301
atgtcacgcgcggattgtttttaaacattctagtcaaacagcaaataacacaacctatatttgtcatgcgaa   3512
 
 
                                                                           301
gacgtagcctacaacaaactctgtatgtgaaataaaatctcattcgactgtttaaactaattgatgcatgcc   3584
 
 
                                                                           301
gaccaaaatgtcgggtgactttttttttataattaccaactcagatttattccagatatacaaatcatgaaa   3656
 
 
                                                                           301
attcaatctattgtcaaaagatttgtgagctttattcattagacaattcccattcccaagcatattttaaaa   3728
 
 
                                                                           301
cctaaaatatttaacgctttatttcaataaacctataacatgaactgtcatgcatgttttcctcgctgcata   3800
 
 
                                                                           301
atttcctcctgcattttcacttgttgagtcgtcaaggtacatacagttcctcaaaattgcttgtgtaattat   3872
 
 
                                                                           301
ggttaactataaatatatttaatcccttgaatttgtcaaaaccagacgatgaagcagccaataactttagat   3944
 
 
                                                                           301
aattaggatcataataagagatgaatgcagggatcatacctttgctatttcattttatggggtcagaaagag   4016
 
 
                                                                           301
gttaaaaatttgcattattatatttggggagttccaaatatatatataataacacacaatattctcttttga   4088
 



4/9/08 11:17 AMPARSESNP: IPB000135, IPB012502, IPB003888, IPB013558, IPB011591, …IPB003056, IPB009448, IPB007275, IPB007696, and IPB007252 on Sox3

Page 8 of 10http://www.proweb.org/proweb-bin/parsesnp.cgi

 
                                                                           301
tgtgtttgtcaaatgacagttttaaaatgttctttggccataaagcggcaacactaaagattgcctcttgta   4160
 
 
                                                                           301
agtgtatatttccactgctgagtattccatgtatagtttgtgtgatagcccataacataagggcttaaaaat   4232
 
 
                                                                           301
aaaattctttacttttttaacatcttttgttaaaacactattctaataataagttttggctggttcttttga   4304
 
 
                                                                           301
aattaaaatatgtatttttatttatgctaaaattctataagtcattattaagaatggtacaataaaaggttc   4376
 
 
                                                                           301
gttatgacaaacgttttgctataaaatcagggaaaaaaatatgaattaaaatctttatttacagagtggttg   4448
 
 
                                                                           301
ttcagaacttctgtagatttactgaacttattatattgaattaagcattttgttttagcttagatgcttatt   4520
 
 
                                                                           301
ctaaaattgaaattctaaatcatcatttgttcatcctccatcagtaattatgtcattcaaatgaccattttc   4592
 
 
                                                                           301
aaaaccaaatcaaataactgattttaaataaaactttaatcttccatattgcattataaatactttgcatac   4664
 
 
                                                                           301
tttaaaaaatgaccataactactcacaatttaatttaaatcccggagcaagagatttttggagtgctttagg   4736
 
 
                                                                           301
cgctcagattattcagtct                                                        4755
 

Coding Sequence

 
 M   Y   N   M   M   E   T   E   I   K   S   P   I   P   Q   S   N   T     18
 atg tat aac atg atg gaa acc gag att aaa agc ccc att ccg cag tcc aac acg   54
   aM1I[4] 
   aM1I[5] 
 
                                                IPB000135B (3.0e-10) IC 3.20
G   S   V   T   G   G   K   N   N   S   A   N   D   Q   D   R   V   K      36
ggc tcg gtg acg ggc ggc aaa aac aac agt gcc aac gac cag gac cgg gtg aag    108
 
 
R   P   M   N   A   F   M   V   W   S   R   G   Q   R   R   K   M   A      54
cgg cct atg aat gct ttc atg gtg tgg tct cgc ggg cag cgg agg aag atg gct    162
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                                                        IPB000135C (3.3e-10) IC 2.38
Q   E   N   P   K   M   H   N   S   E   I   S   K   R   L   G   A   D      72
cag gag aat cct aaa atg cac aac tcg gag atc agc aag cgc ctc ggt gct gac    216
                                cS63P[6] 
 
 
W   K   L   L   T   D   A   E   K   R   P   F   I   D   E   A   K   R      90
tgg aaa ctt ttg act gac gcc gag aag aga ccc ttc att gac gag gcc aag cgg    270
                                        tP83S[7] 
 
 
L   R   A   M   H   M   K   E   H   P   D   Y   K   Y   R   P   R   R      108
tta cga gcc atg cac atg aag gag cac ccg gat tac aaa tac cgt ccc cgc agg    324
    aR92=[8]                                  aY102*[10] 
    aR92=[9]                                  tY102=[11] 
 
 
K   T   K   T   L   L   K   K   D   K   Y   S   L   P   G   G   L   L      126
aag acc aag acc ctg ctg aag aaa gac aag tat tct ttg cca ggg gga ctc ctg    378
                            gK116E[12]                       aG124E[13] 
 
 
A   P   G   A   N   A   V   N   N   A   V   S   V   G   Q   R   M   D      144
gcg ccc ggt gcc aac gct gtc aac aac gcg gtg tcg gtg ggc cag cgg atg gac    432
                      cA132=[14]              tS138=[16]         cM143T[17] 
                                  aN135K[15] 
 
 
Y   T   H   M   N   G   W   T   N   S   A   Y   S   L   M   Q   D   Q      162
tac acg cac atg aac gga tgg acg aac agc gca tac tcc ctc atg cag gac cag    486
  tY145=[18]                      tN153=[19] 
 
 
L   A   Y   P   Q   H   P   S   M   N   S   P   Q   I   Q   Q   M   H      180
ctg gcc tac cct caa cat ccc agc atg aac agc ccc cag atc cag cag atg cac    540
                                                        tQ177*[20] 
 
            IPB007275B (1.0e-05) IC 1.53
R   Y   D   M   A   G   L   Q   Y   P   M   M   S   T   A   Q   T   Y      198
cgg tac gac atg gcg gga ctt cag tac cca atg atg tcc acg gct cag acc tac    594
          aD183E[21]                     aM191K[22] 
 
 
M   N   A   A   S   T   Y   S   S   M   S   P   A   Y   T   Q   Q   T      216
atg aac gcc gcg tcc acg tac agc agc atg tca cca gca tac acg caa caa act    648
 gM199R[23]                     tS207C[25]                tT213=[26] 
 gM199R[24] 
 
 
S   S   A   M   G   L   G   S   M   A   S   V   C   K   T   E   P   S      234
tcc agt gca atg ggt ttg ggc tcc atg gct tcg gtg tgc aag acg gag ccc agc    702
 
 
S   P   P   P   A   I   T   S   H   S   Q   R   A   C   L   G   D   L      252
tcc cct cct ccg gcc ata acc tct cac tct cag cgt gct tgt ttg gga gac ctg    756
 tS235F[27]                                           aC248*[28] 
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R   D   M   I   S   M   Y   L   P   P   G   G   D   S   A   D   H   S      270
aga gat atg ata agc atg tac ctg ccg ccc ggt gga gac agc gcc gac cac tcc    810
 
 
S   L   Q   T   S   R   L   H   S   V   H   P   H   Y   Q   S   A   G      288
agt cta cag acc agt cgg tta cac agc gtt cat ccg cac tat caa agc gca ggg    864
                            tH278Y[29] 
 
 
T   G   V   N   G   T   L   P   L   T   H   I   *                          301
aca ggc gtg aac gga acg cta ccc cta acc cac att tga                        903
          tV291=[30] 
          tV291=[31] 
 


